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DNA: References 

  
References The following is a list of selected references used in the development of DNA 

procedures. 
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Biosystems. 
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Applied Biosystems. 

 

AmpFlSTR Yfiler PCR Amplification Kit, User’s Manual (2003), Applied 

Biosystems. 

 

Applied Biosystems 3130/3130xl Genetic Analyzers Getting Started Guide 

(2004), Applied Biosystems. 

 

Applied Biosystems 3130/3130xl Genetic Analyzers Maintenance, 

Troubleshooting, and Reference Guide (2004), Applied Biosystems. 

 

Applied Biosystems 3500/3500xL Genetic Analyzer User Guide (2010), Life 

Technologies. 

 

Applied Biosystems 7500/7500 Fast Real-Time PCR Systems Getting Started 
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Applied Biosystems Real-Time PCR System HID Real-Time PCR Analysis 

Software (2008), Applied Biosystems. 
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DNA: References, Continued 
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(continued) 
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DNA: References, Continued 
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(continued) 
Butler, J.M. Forensic DNA Typing: Interpretation.  Elsevier Academic Press: 

Burlington, MA, 2015. 

 

Buel, E. et al., “Capillary Electrophoresis STR Analysis: Comparison to Gel-

Based Systems,” Journal of Forensic Science, Vol. 43, No. 1, 1998, pp.164-

170. 

 

CODIS Administrator’s Handbook (2013).  FBI Laboratory. 

 

Cooper, Stuart et al, “Investigating a common approach to DNA profile 

interpretation using probabilistic software,” Forensic Science International: 

Genetics. Vol. 16, 2015, pp. 121-131. 

 

Crouse, C.A. et al., “Analysis and Interpretation of Short Tandem Repeat 

Microvarients and Three-Banded Allele Patterns Using Multiple Allele 

Detection Systems,” Journal of Forensic Sciences, Vol. 44, No. 1, Jan. 1999, 

pp. 87-94. 

 

Curran, J.M., “An Introduction to Bayesian Credible Intervals for Sampling 

Error in DNA Profiles,” Law, Probability and Risk.  (2005) 4, 115-126. 

 

Ensenberger, Martin G. et al, “Developmental validation of the 

PowerPlex® Fusion 6C System.” Forensic Science International: Genetics, 

Vol. 21, 2016, pp. 134 – 144. 

 

Evett, I. et al., “The impact of the principles of evidence interpretation on the 

structure and content of statements,” Science and Justice, Vol 40, No. 4, 2000, 

pp. 233-239. 

 

EZ1  Investigator Handbook, Fourth Edition, April 2009, Qiagen. 

 

EZ1  Advanced XL User Manual, 2009, Qiagen. 

 

FBI CODIS STRs & Additional STR Loci, NIST Standard Reference Material 

2391a for PCR-Based Testing, 

http://www.cstl.nist.gov/biotech/strbase/srm_tab.htm. 

 Continued on next page 

  

http://www.cstl.nist.gov/biotech/strbase/srm_tab.htm


Laboratory of Forensic Services 
Sacramento County District Attorney 

DNA Manual  

 

Title: DNA: References 
Approved by: 
Issue Date: 

Laboratory Director 
02/2017 

Qualtrax Revision No: 
Document Class: 

2 
Reference 

Page 4 of 7 

All printed copies are uncontrolled. 

 

 

DNA: References, Continued 
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(continued) 
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